ABSTRACT Here, we report the draft genome sequence of Pseudomonas umsongensis type strain DSM 16611. The assembly consists of 14 contigs containing 6,701,403 bp with a GC content of 59.73%.
amino benzoate (ant genes) and benzoate (pca and ben genes) metabolism. Moreover, many oxygenase genes have been identified in the DSM 16611 genome (including methane monooxygenases and heme monooxygenases), possibly involved in the decomposition of alkanes, alkenes, and cycloalkanes. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under accession no. NIWU00000000. The version described in this paper is the first version, NIWU01000000. 
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